
Sequences
or OTUs

Sequences
(no reference)

OTUs
(reference-based)

Reference only
or Reference + 

de novo

Reference only (Closed-reference)Reference + de novo (Open-reference)

Greengenes or
Silva databaseGreengenes (OR)

Greengenes (CR) Silva (CR)

Remove low- 
quality samples

No Yes

All samples
or Subset

All Subset

All sequences
or Rarefied

All Rarefied All sequences
or Rarefied

All Rarefied

Remove low- 
quality samples

No Yes

All samples
or Subset

All Subset

All sequences
or Rarefied

All Rarefied All sequences
or Rarefied

All Rarefied

Remove low- 
quality samples

No Yes

All samples
or Subset

All Subset

All sequences
or Rarefied

All Rarefied All sequences
or Rarefied

All Rarefied

open_ref_greengenes/
emp_or_gg_13_8.release1.biom

closed_ref_greengenes/
emp_cr_gg_13_8.release1.biom

closed_ref_silva/
emp_cr_silva_16S_123.release1.biom

Generate using QIIME

closed_ref_greengenes/
emp_cr_gg_13_8.qc_filtered.rare_10000.biom

closed_ref_greengenes/
emp_cr_gg_13_8.qc_filtered.biom

closed_ref_greengenes/
emp_cr_gg_13_8.subset_2k.biom
emp_cr_gg_13_8.subset_5k.biom
emp_cr_gg_13_8.subset_10k.biom

closed_ref_greengenes/
emp_cr_gg_13_8.subset_2k.rare_10000.biom
emp_cr_gg_13_8.subset_5k.rare_10000.biom
emp_cr_gg_13_8.subset_10k.rare_10000.biom

closed_ref_silva/
emp_cr_silva_16S_123.qc_filtered.rare_10000.biom

closed_ref_silva/
emp_cr_silva_16S_123.subset_2k.biom
emp_cr_silva_16S_123.subset_5k.biom
emp_cr_silva_16S_123.subset_10k.biom

closed_ref_silva/
emp_cr_silva_16S_123.subset_2k.rare_10000.biom
emp_cr_silva_16S_123.subset_5k.rare_10000.biom
emp_cr_silva_16S_123.subset_10k.rare_10000.biom

closed_ref_silva/
emp_cr_silva_16S_123.qc_filtered.biom

Choose Your Own EMP BIOM Table
Files provided at ftp://ftp.microbio.me/emp/release1/otu_tables/
BIOM tables highlighted used in Thompson et al., 2017, Nature

More studies
or Longer reads

More studies
(90 bp, Deblur)

Intermediate
(100 bp, Deblur)

Longer reads
(150 bp, Deblur)

Remove low- 
quality samples

No Yes

All samples
or Subset

All Subset

All sequences
or Rarefied

All Rarefied All sequences
or Rarefied

All Rarefied

Remove low- 
quality samples

No Yes

All samples
or Subset

All Subset

All sequences
or Rarefied

All Rarefied All sequences
or Rarefied

All Rarefied

Remove low- 
quality samples

No Yes

All samples
or Subset

All Subset

All sequences
or Rarefied

All Rarefied All sequences
or Rarefied

All Rarefied

deblur/
emp_deblur_90bp.release1.biom

deblur/
emp_deblur_100bp.release1.biom

deblur/
emp_deblur_150bp.release1.biom

deblur/
emp_deblur_90bp.qc_filtered.biom

deblur/
emp_deblur_90bp.qc_filtered.rare_5000.biom

deblur/
emp_deblur_90bp.subset_2k.biom
emp_deblur_90bp.subset_5k.biom
emp_deblur_90bp.subset_10k.biom

deblur/
emp_deblur_90bp.subset_2k.rare_5000.biom
emp_deblur_90bp.subset_5k.rare_5000.biom
emp_deblur_90bp.subset_10k.rare_5000.biom

deblur/
emp_deblur_100bp.qc_filtered.biom

deblur/
emp_deblur_100bp.qc_filtered.rare_5000.biom

deblur/
emp_deblur_100bp.subset_2k.biom
emp_deblur_100bp.subset_5k.biom
emp_deblur_100bp.subset_10k.biom

deblur/
emp_deblur_100bp.subset_2k.rare_5000.biom
emp_deblur_100bp.subset_5k.rare_5000.biom
emp_deblur_100bp.subset_10k.rare_5000.biom

deblur/
emp_deblur_150bp.qc_filtered.biom

deblur/
emp_deblur_150bp.qc_filtered.rare_5000.biom

deblur/
emp_deblur_150bp.subset_2k.biom
emp_deblur_150bp.subset_5k.biom
emp_deblur_150bp.subset_10k.biom

deblur/
emp_deblur_150bp.subset_2k.rare_5000.biom
emp_deblur_150bp.subset_5k.rare_5000.biom
emp_deblur_150bp.subset_10k.rare_5000.biom

Start

Generate using QIIME

Generate using QIIME

Generate using QIIME

ftp://ftp.microbio.me/emp/release1/otu_tables/
http://doi.org/10.1038/nature24621

